
Saturday, September 26th, 2009 
 

HUPO Education Day Program 

 

Schedule: 8:30am – 4:00pm   
Location: Pier 2+3 
 

Co-Chairs: Thierry Rabilloud, iRTSV/LBBSI, CEA Grenoble; Angelika Gorg, Technische Universität München; and 
 Ole Noerregaard Jensen, University of Southern Denmark  
 

 
Introduction 
 

1.  Thierry Rabilloud, iRTSV/LBBSI, CEA Grenoble      8:30am-9:10am   
Critical Analysis of the Current Proteomics Platform 
Thierry.Rabilloud@cea.fr 

 
Area 1: Analyte Separation 
 

2.  Shabaz Mohammed, Utrecht University       9:10am-9:40am 
Liquid Chromatography  
s.mohammed@uu.nl 

 

3.  Loic Dayon, University of Geneva       9:40am-10:10am 
IEF Peptide Separation  
Loic.Dayon@medecine.unige.ch 

 

4.  Angelika Gorg, Technische Universität München      10:10am-10:40am 
Protein Separation and 2D Electrophoresis  
Angelika.Gorg@wzw.tum.de 
 
Coffee Break          10:40am-11:00am 

 
Area 2: Securing Peptide Identification by Mass Spectrometry 
 

5. Mike MacCoss, University of Washington       11:00am-11:30am 
MS/MS and Shotgun Proteomics  
maccoss@u.washington.edu 

 

6. Pierre-A Binz, Swiss Institute of Bioinformatics      11:30am-12:00pm 
Database computing issues  
Pierre-Alain.Binz@isb-sib.ch 

 

7. Roman Zubarev, Uppsala University       12:00pm-12:30pm 
High accuracy MS identification  
roman.zubarev@angstrom.uu.se 
 
Lunch Break          12:30pm-2:00pm 

 
Area 3: Beyond Simple Identification 
 

8. Bernd Kuster, Technische Universität München      2:00pm-2:30pm 
Quantification by MS  
kuster@wzw.tum.de 

 

9. Ole Noerregaard Jensen, University of Southern Denmark     2:30pm-3:00pm 
Beyond simple translation: the challenge of modified peptides  
jenseno@bmb.sdu.dk 

 

Question and Discussion          3:00pm-4:00pm 
 

 

Page 6




