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Array Based Proteomics (A101 — A176)

A101 ATP Triggered Cytokine Profiles in P2X7 Receptor Polymorphism Individuals
X Yu, N Schneiderhan-Marra, TO Joos, M Schneider

A102 MALDI-TOF Profiling of Breast Cancer Sera for Pattern Analysis
V.S. Kumar Kolli, Bernard Seth, Luke Weaver, Jonathan L. Lustgarten, Vanathi Gopalakrishnan, David Malehorn, William
Bigbee,Richard J. Mural, Craig D. Shriver

A103 Signal Pathways Analysis Identified Rectal Cancer Patients that Respond to Neoadjuvan Treatment
Francesca Galdi, Enzo Mammano, Mariaelena Pierobon, Lance Liotta, Emanuel Petricoin, Salvatore Pucciarelli,
Emanuela Tessari, Marco Agostini, Francesco De Marchi, Antonino De Paoli, Claudio Belluco, and Donato Nitti

A104  Transcriptome and Proteome Profiling of High- and Medium Copied Proteins of Chr-18
Zgoda V, Kurbatov L, Andreewski T, Kopilov A, Melnik S, Yourasova O, Archakov A

A105 “Host Tissue Damage” Signal ATP Impairs IL-12 and IFNy Secretion in LPS Stimulated Whole Human Blood
M Nalos, S Huang, R Sluyter, A Khan, B Santner-Nanan, R Nanan, A McLean

A106 Bioinformatic Approach form Bottom-up Proteotyping
A.L. Chernobrovkin, A.V. Lisitsa, E.A. Ponomarenko, A.l. Archakov

A107 Surfactant-Assisted Shotgun Methods for Membrane Proteome Analysis
DF Sun, F Wu, N Wang, Y Gong, L Li

A108 Exploring Protein Networks using Epitope-taggged Knock-in Cell Lines and Affinity Purification Mass-
Spectrometry
Jing Song, Yelenna Skomorovska-Prokvolit, Sudipto Saha, Zhenghe Wang, Rob M. Ewing

A109 Mapping Phosphotyrosine Signaling Network by Peptide and Protein Arrays
Shawn S.C.Li, Huadong Liu, Courtney Voss, David Schbili, Haiming Huang, Lei Li

A110 The SH2-domain Pilot Project - Protein Array Analysis of All Generated Binders
P. Nilsson, M. Sundberg, R. Sjéberg, J.M. Schwenk, M. Uhlén

A111  Proteomic Screening Discovers a Critical Protein/Pathway Regulated by ID4 in Mammary Gland Development
and Tumorigenesis
J. Dong, S. Huang, S. Ji, A. McGrath, T. Tong, X. Zhang, C. Creighton, M. Lewis , F. Sablitzky , and Y. Li

A112 The Fc Receptor Supramolecular Complex From RAW Macrophages
Veronica Barbisan, John Marshall

A113 Towards a Next Generation Array-Based Plasma Profiling
J.M. Schwenk, U. Igel, M. Neiman, F. Pontén, P. Nilsson, M. Uhlén

A114 Integrated Functional Proteomics Research of Human Epididymal Secretary Sperm-Binding Proteins
Li Jianyuan, Liu Fujun, Wang Haiyan, Liu Xin, Liu Juan, Li Ning, Jin Shaohua

A115 X! Tandem to SQL Parser Permits Analysis of HUPO Blood Data by SAS
Peter Bowden, Ron Beavis, John Marshall

A116 Proteome Signature of Superior Temporal Gyrus and Effects of Anti-psychotic Drug Treatment in Non-human
Primates
Nilesh Tannu, Shixin Sun, Richard Pintal, Steven E Arnold, Scott E. Hemby

A117  Protein Biomarkers in Radioresistant Cancer Cells Identified using Antibody Microarrays
D ELFadl, L Smith, O Qutob, J Murphy, M B Watson, A W Beavis, V Garimella, P J Drew, M J Lind, L Cawkwell

A118 Dynamic Proteomics Profile of Mesangial Cells in Response to High Glucose Conditions
ZG. Li, P.Li, H.Liu, X. Dong, TT.Zhao

A119 Characterization of Alpha-Amylase Produced from Bacteria Isolated from Soil at NWFP (Pakistan)
Naaz Abbas, Lajber Khan, Hina Afzal, A R Shakoori

A120 Elafin is a Biomarker of Graft Versus Host Disease of the Skin
S.Paczesny, T. Braun, J. Hogan, JE. Levine, J. Crawford, H. Wang, V. Faca, Q. Zhang, S. Pitteri, A. Chin, S. Choi, C.
Kitko, O. Krijanovski, P. Reddy, S. Mineishi, J. Whitfield, D. Jones, S. Hanash, JLM. Ferrara



A121 Global Proteome Survey Using Antibody-Based Arrays and Mass Spectrometry
C Wingren, N Olsson, M Matsson, P James, D O’Connell, F Nilsson, D Cahill, CAK Borrebaeck

A122 Comparative Proteomic Profile of 36-week Old OLETF and LETO Renal Cortex Might Reveal a Role of Protein
Post Translation Modification In Diabetic Nephropathy
ZG. Li, P. Li, HJ. Zhang, TT. Zhao, K. Wang

A123 Pre-validation of Biomarker Signature for Pancreatic Cancer Using Recombinant Antibody Microarrays
A Sandstrém, C Wingren, R Andersson, M Léhr, R Segersvard, CAK Borrebaeck

A124 Quantitative Determination of the Amyloid-beta Peptide with Asp7 in Different Isomeric Forms
[.LA. Popov, M.I. Indeykina, S.A. Kozin, A.S. Kononikhin, O.N. Kharybin, A.A. Makarov, A.l. Archakov, E.N. Nikolaev

A125 The Fc Receptor Supramolecular Complex From Human Neutrophils
Veronica Petrenko, Andy Jankowsky, John Marshall

A126 Automated Electron Transfer Dissociation of Large Peptides and Medium Size Proteins in a QTOF instrument on
an LC time

Christian Klein, Ralf Hartmer, Andrea Schneider, Carsten Stoermer, Oliver Raether, Desmond Kaplan, Melvin A. Park,
Markus Lubeck

A127 Mucin Gycoforms Associated with Subtypes of Pancreatic Cancer Cells
Brian B. Haab, Robert Antecki, Yi-Mi Wu, David Monsma, Craig Webb, Venkat Keshamouni, Diane Simeone

A128 Effort of Green Tea Catechins on Copper-Assisted Human Serum Amyloid P using Mass Spectrometry
Jiaxi Wang, Kirk Green

A129 Organellar Proteomics: Analysis of Proteins in Castor Bean (Ricinus communis) Leucoplasts
F.C.S. Nogueira, T.L. Lustosa, C.B. Pinheiro, M.J. Da Silva, F.A.P. Campos, G.B. Domont

A130 Protein Identification Using SELDI Technology with MALDI TOF-TOF Analysis
V Thulasiraman, S. Roth, M. Hammond, A. Bulman, F, Plows,

A131  Macromolecular Protein Complex Characterization via an Open-modification CXMS Pipeline
Pragya Singh, Alexandre Panchaud, Richard A. Pfuetzner, Scott A. Shaffer, Eri Nakatani, Carlos E. Catalano, Samuel I.
Miller, David R. Goodlett

A132 A New Strategy for Large Scale Quantitative Phosphoproteomics of Low Amount of Material
Kasper Engholm-Keller, Martin R. Larsen

A133  Phosphoproteomics of Human Breast Epithelial Cells in Response to Treatment with TGFbeta and Heregulin-
alpha1/EGF
Min Jia, Serhiy Souchelnytskyi

A134 Automated Multiple Round Searches for Peptide/protein Identification
B Shan, L Xin, W Yang, G Lajoie, B Ma

A135 New Multiplexed Detection Technologies for Protein Interaction Arrays
Richard J. A. Goodwin, Kit Yee Tan, Susan Gannon, Sarah Cumming, Ekaterina McKenna, Andrew R. Pitt

A136 RAId_deNovo: using de novo Statistics to Combine Search Results from Multiple Scoring Functions and More
Y.-K. Yu, G. Alves, A.Y. Ogurtsov

A137  Profiling With SELDI ProteinChips for Identification of Biomarkers with TOF-TOF Methodology
S. Roth, V. Thulasiraman, M. Rusa, E. lhle, M. Hammond, Gongyi Shi, Sam Fu, F. Plows

A138 RAId_DbS: Mass-Spectrometry Based Peptide Identification Web Server with Knowledge Integration
G. Alves, AY. Ogurtsov, Y-K. Yu

A139 Development of an Electron Transfer Dissociation Capable Ultra High Resolution Orthogonal Quadrupole Time of
Flight Mass Spectrometer
Carsten Stoermer, Mike McDonell, Desmond A. Kaplan, Ralf Hartmer, Markus Lubeck; Oliver Raether, Melvin A. Park

A140 Antibody Capture and Identification of APP Fragments by Mass Spectrometry
S. Roth, M. Rusa, F. Plows, V. Thulasiraman, S. Fu,

A141 Whole Proteome Tumor Antigen Arrays for Serological Assay of Melanoma and Non melanoma Skin Cancer
Patients Utilizing a Low Cost Microarray Scanning System
Tim Barder, Sara Forrester, Bryce P. Nelson, Dan Schwartz, Dan Clutter



A142 Altered Glycosylation Pattern of Total Serum IgG in Patients with Rheumatoid Arthritis
analyzed by MALDI-TOF MS

Laurie Allen, Katrin Sparbier, Hassan Dihazi, Sabine Blaschke, Gerhard-Anton Mueller, Thomas Flad, Markus Kostrzewa,
Arndt Asperger

A143 lon Funnel Transmission Increases Number of Protein Identifications in Complex Proteomics Samples
Christian Klein, Markus Lubeck, Ralf Hartmer, Christoph Gebhardt, Andreas Brekenfeld, Andrea Schneider

A144  |dentification of Mosquito Salivary Gland Proteins and Determination of Parasite Infection
Ali Kettani, Marcus Macht, Aditya P. Dash, Hebeler Romano, Arun Sharma

A145 Pushing Toward to Next Generation lon-Trap-MS: Consequent Adoption of Newest Technology in lon Formation,
Transfer and Trapping
Andreas Brekenfeld, Christoph Gebhardt, Ralf Hartmer, Michael Schubert, Jonathan Wilson

A146 The Role of Increased Resolution and Scan Speed of lon Traps for Top-Down Proteomics with ETD/PTR
Mike McDonell, Christian Albers, Andreas Brekenfeld, Christoph Gebhardt, Ralf Hartmer

A147 Sequence Characterization of Monoclonal Antibodies Based on a Combined LCMS/MS Approach Powered by
Sophisticated Bioinformatics

Michael Becker, Arndt Asperger, Matthias Witt, Peter Hufnagel, Romano Hebeler, Andrea Schneider, Ulrike Schweiger-
Hufnagel, Marcus Macht

A148 Generation, Validation and Publication of Proteomics Results Following Publications Guidelines
Johathan Wilson, Ulrike-Schweiger Hufnagel, Detlev Suckau, Jérg Glandorf, Herbert Thiele, Peter Hufnagel

A149 Quantitation of Phosphopeptides Using Chip-Based TiO2 Enrichment and MRM Mass Spectrometry
L. Cote, N. Tang, C. Miller, K. Waddell

A150 Immunoproteomic Assay of Cell Wall Proteins of Sporothrix Schenckii
E. Montserrat-Nevarez, N. Urtiz-Estrada, A. Pérez-Torres, C. Toriello-Najera, E. Lépez Romero, E. Ruiz Baca

A151  Application of the Cancer/testis Antigens Chip onto Screening Biomarkers of Lung Cancer
Qiang Shan, Xiaomin Lou, Ju Zhang, Huiying Sun, Xu Zhu, Siqi Liu, Ningzhi Xu

A152 MALDI imaging: Interpretation of Gastric Cancer MALDI Images by Hierarchical Clustering
Mike McDonnel, Arndt Asperger, Soren-Oliver Deininger, Matthias Ebert, Michael Becker, Arne Fittterer, Christoph
Rdcken

A153 The Prognsotic of IL-2 Level for Patients with TNM stage | Hepatocellular Carcinoma after Hepatectomy
Hai-Jun Zhou, Yue Zhao, Jiong ShillLi-Yun Fu, Jian Sun, Hua Huang, Yin-Kun Liu, Qing-Hai Ye, Zhen-Yu Hei, Kun Guo,
Jin-Cai Wu, Hu-Liang Jia, Pei Chen, Qiong-Zhu Dong, Ning Ren, Dong-Mei Gao, Lun-Xiu Qin

A154 Computational Analysis of Human Blood Proteins and Peptides by SQL Database
Peter Bowden, Voitek Pendrak, Peihong Zhu, John Marshall

A155 In-Depth Characterization of the N-glycosylation of Recombinant Monoclonal Antibodies by Means of MALDI and
ESI Mass Spectrometric Analysis
Michael Becker, Arndt Asperger, Dirk Wunderlich, Marcus Macht, Pierre-Olivier Schmit

A156 Mining the Human Placenta Proteome = 5000 Proteins Deep using CID/ETD on a Novel lon Trap Mass
Spectrometer
Simone Lemeer, Andrea Schneider, Markus Lubeck, Ali Kettani, Bernhard Kuster

A157 Systemically Interpret Methylation Codes by CHIMPA and Permutation Array
Huadong Liu, Mark T Bedford, Shawn Shun-Cheng Li

A158 Quantitative Proteome Analysis of Colorectal Cancer by Acetylation Stable Isotope Labeling Method
YB Zhang, YJ Ye, DH Shen, KW Jiang, H Zhang, S Wang

A159 High-throughput Screening, Isolation and Analysis for Glycan-Binding Proteins
Xiuxuan Sun, Gang Nan, Ganglong Yang, Chao Chen, Zheng Li

A160 Increased Sequence Coverage in Complex Protein Digests by Consecutive, Targeted LC-MSMS Runs with both
CID and ETD
Laurie Allen, Andrea Schneider, Markus Lubeck, Reinaldo Almeida, Carsten Baessmann

A161 Resolution and Accuracy at Speed — a New Technology Base for Axial MALDI - TOF
J Hoéhndorf, A Resemann, M Kayser, A Holle, M Schirenberg, D Suckau, C Klein

A162 Minimum Bias Analysis for Vaccine QC/QA and Biomarker Discovery



J. Nagy, P. Tjossem, G. Taylor, P. Lewis, F. Pereira, S. Hassard, J. Hassard

A163  Approach for Isotopic Distribution Deconvolution in Mass Spectra of Peptide Compounds
llya A Agron, Dmitriy M. Avtonomov, Eugene Nikolaev

A164 Secretome-Based Identification of Potential Head and Neck / Oral Squamous Cell Carcinoma Markers
O. Masui, R. Ralhan, L. V. DeSouza, A. Matta, S. Ghanny, KW. M. Siu

A165 Mass Spectrometric and Peptide Chip Epitope Analysis of Autoantigens and Application to Diagnostics
R. El-Kased, C. Koy, T. Deierling, P. Lorenz, S. Drynda, Z. Qian, Y. Li, J. Kekow, H.-J. Thiesen, M.O. Glocker

A166 Rapid Protein Validation Assay Development Using Intelligent Software and Acquisition Strategies
Sahana Mollah, Matthew M. Champion, Christie L. Hunter

A167 Antibody Colocalization Microarray (ACM): A Scalable Chip for Multiplexed and Quantitative Protein Profiling
M. Pla-Roca, E. Moreau, R. Leulmi, S. Tourekhanova, W. Luo, D. Juncker

A168 High Density Protein Microarray Chip for Biomarker Discovery
Donghui Ma, Youmin Shu, Li Min, Wei-Wu He

A169 High Sensitivity Biomarker Detection Using Protein NanoArrays
N. A. Amro, J. Ohayon, K. Rusniak, S. Rozhok, M. Coen

A170 Lifestyle: a Key Modulator of Selective Protein Damage in Skeletal Muscle Mitochondrial Proteome
R. Alves, R. Vitorino, P. Figueiredo, J. A. Duarte, R. Ferreira , F. Amado

A171  Specificity Screening of Affinity Binders using High - end Antigenic Diversity Eexposed on Nanoarrays
Lan Humphery-Smith, Vincent Saulot, Ali Ait-lkhlef, Nathalie Duroure

A172 High Throughput Cell-Based Studies and Protein Microarrays for Biomarker and Target Discovery
Joshua LaBaer

A173  Rapid Production of Custom Protein Arrays for Multiplexed Assays
M. Urh, N. Nath, D. Creswell, K. Wood

A174 Proteomic-Cell Biology Unravels HIV-1 Hijacking of Tunneling Nanotubes for Intercellular Spread in Monocyte-
Derived Macrophages
I. Kadiu, H.E. Gendelman

A175 Immunoassays in Multiplex for Biased and Unbiased Proteomic Research
TO Joos, MF Templin, D Stoll, O Poetz

A176 Matrix Metalloproteinase (MMP) Activity Assay using an Array-based Spectral SPR Biosensor
Se-Hui Jung, Deok-Hoon Kong, Kwon-Soo Ha

Assembling the Parts: Whole Cell Modeling (A201 — A205)

A201 Interactions of Actin in RAW 264.7 Macrophages from the Fc Receptor Complex and in vitro Protein-Protein
Analysis
Angelica K. Florentinus, Peihong Zhu, Peter Bowden, and John G. Marshall

A202 Whole Proteome N-terminal Peptide Isolation and Analysis from M. tuberculosis H37RV
D. Sarracino, M. Chase. T. Rezai, B. Krastins, M. Athanas, A. Garces, S Fortune, M. F. Lopez

A203 Two-dimensional Native/SDS PAGE Proteomic Approach for Analysis Membrane Protein Complexome under
Proximately Physiological Conditions in Escherichia coli
Jian-Yi Pan, San-Ying Wang, Xuan-Xian Peng

A204 Membrane Proteomics: Putting the Peptide Jigsaw Back Together
J Chick, A Lee, | Slapetova, P Haynes, G Robertson, N Packer, D Pascovici, L McQuade, MS Baker

A205 Protein Complexes and Functional Pathways in Yeast and Bacteria
Mohan Babu, Gareth Butland, J. Javier Diaz-Mejia, Pingzhao Hu, Shuye Pu, Gabriel Moreno-Hagelsieb, Sarath Chandra
Janga, Shoshana Wodak, Andrew Emili, Jack Greenblatt

Cancer Proteome Biology and Medicine Il (C601 — 606)

C601 Proteomic Identification of RKIP at a Metastasis Suppressor Protein in Nasopharyngeal Carcinoma
Y. Chen, ZQ Xiao



C602 The Functional Role of PI3K for Personalized Cancer Treatment by Label-Free Targeted
Proteomics
X. Yang, J.A. Engelman, J.M. Asara

C603 Early-Stage Breast Cancer Patients Have Active Degradome and Rich Blood Peptidome
T Liu, Y Shen, N. Toli¢, BO Petritis, R Zhao, RJ Moore, SO Purvine, DG Camp Il, FJ Esteva, RD Smith

C604 Analysis of Serum Peptidome in Cancers from Digestive System
L Zhao, X Zeng, J Yang, HD Li, SR Shen

C605 The Sea Around: Can the Secretome of Tumor Cells be a Mimetic Microenvironment? The Core Metastatic
Signature Initiative

A.M.A. Martins, A.A. Carvalho, R.P., Del Sarto, T.S. Silva, T.R. Lima, M.F. Grossi-de-Sa, C.H.S. Garcia, F. C. S.
Nogueira, G.B. Domont, M.O.Moraes

C606 Systematic -omics Analysis of HBV-associated Hepatocellular Carcinoma
Fuchu He
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Blood-Based Proteomics (B101 — B145)

B101 Efficient Depletion of Albumin and IgG From Human Plasma Using New Prepacked Columns
Staffan Lindqvist, Ann Bergh, Gunnar Glad, UIf Hellberg, Lena Jonsson, Susanna Lindman, Inger Salomonsson

B102 Alterations in Protein Composition of Plasma in Patients Suffering from Hypertrophic Cardiomyopathy
J Lenco, V Tambor, M Link, A Fucikova, J Stulik, R Pudil

B103 A Proteomic and Systems Biology Approach to Dissect Adenine as the Contributing Factor In Human Plasma for
the Antifolate Resistance
Pei-Ru Huang, Li-Te Chin, Kuang-Yu Hu, Nai-Kuei Huang, Chi-Hong Chu, Han-Min Chen

B104 Alterations in Cellular Proteome and Secretome upon Differentiation of Monocyte to Macrophage: Insights into
Biological Processes
Kitisak Sintiprungrat, Nilubon Singhto, Supachok Sinchaikul, Shui-Tein Chen, Visith Thongboonkerd

B105 Proteomic analysis revealing GNB1 and isoform of talin related to HIV infection
Lijun zhang, Xiaofang Jia, Jianjun Sun, Chao Qiu, Xia Peng, Tangkai Qi, XiaoNan Zhang, Hongzhou Lu

B106 Liquid Chromatography-Mass Spectrometry Metabonomic and Proteomic Technology for Discovering New
Biomarkers of Liver Failure Caused by Hepatitis B Virus

Lijun Zhang, Xiaofang Jia, Xia Peng, Chao Qiu, Qiang Ou, Yamin Yao, Fang Shen, Hua Yang, Xiuhua Peng, Zhenghong
Yuan

B107 Identification Of Plasma Proteomic Biomarkers In Hereditary Breast Cancer
D. Scumaci, Marco Gaspari, Manuela Leone, Milena Saccomanno, Francesco Baudi, Giovanni Cuda

B108 Development of a Rapid Serological Test for the Determination of Strongyloides Infection
B.J. Pak, F. Vasquez-Camargo, S. Goyette, P.T. Smith, B.J. Ward, M. Ndao

B109 Serum Proteins indicating Remission Status in Patients with Acute Myeloid Leukemia
Seung-won Lee, In Jae Kim, Jae Ryoung Lee, Bo Yoon Jeong, Mun-Ho Choi, Myung-Geun Shin, Kyung-Hoon Kwon, Jin
Young Kim, Jong Shin Yoo, Jay Kim

B110 Selection and Validation of Human Liver Cancer Plasma Biomarker Candidates
Ju Yeon Lee, Jin young Kim, Jeong Hwa Lee, Gun Wook Park, Kyung-Hoon Kwon, Young Ki Paik, Jong Shin Yoo

B111 Early Protein Signatures of Diabetic Nephropathy: Moving toward Epidemiological Proteomics
J. McGuire, J. Overgaard, H.G. Hansen, L. Pedersen, M. Lajer, L. Tarnow, P. Rossing, F. Pociot

B112 Verification of Protein Biomarker Candidates in Blood: An MRM-Based Approach
P.H. Zhu, S. Ackloo, G. Sardana, J. Chen

B113 Low Abundance Endogenous Peptides of Normal Human Serum with Aqueous-Based Extraction from the
Acetonitrile Pellet and Analysis by C18 Lc-Esi-lon Trap
Monika, Z. Tucholska, Declan G. Williams, John G. Marshall

B114 Comprehensive Analysis of Short Peptides in Sera from Patients with IgA Nephropathy




K Nagai, N Kaneshiro, Y Xiang, MS Kurokawa, K Okamoto, M Arito, K Masuko, K Yudoh,
T Yasuda, N Suematsum, K Kimura, and T Kato

B115 A proteomic approach to identify biomarkers for naturally occurring regulatory T Cells
T Solstad, SJ Bains, B Thiede, K Tasken, KM Torgersen

B116 Protein Profiles of Peripheral Blood Mononucleocytes are Useful for Discrimination of Ulcerative Colitis from
Crohn’s Disease
M Hatsugai, MS Kurokawa, T Kouro, K Nagai, M Arito, K Masuko, N Suematsu, K Okamoto, F Ito, T Kato

B117 Large-scale Proteomic Discovery of Candidate Biomarkers Predictive of Trauma Patient Oufcomes
Wei-Jun Qian, Brianne O. Petritis, Ronald J. Moore, Lyle L. Moldawer, Ronald V. Maier , Ronald G. Tompkins, David G.
Camp, Richard D. Smith

B118 Low Molecular Weight Serum Protein Analysis Using Acetonitrile Precipitation in Rheumatoid Arthritis
Praveen Agrawala, Sarvanan Kumara, Rakha H. Dasb, Hasi R. Dasa

B119 Diagnostic Cerebrospinal Fluid Proteome Profiling for Multiple Sclerosis
Mika Komori, Yumiko Matsuyama, Takashi Nirasawa, Herbert Thiele, Takahiko Saida, Masami Tanaka, Hidekazu
Tomimoto, Ryosuke Takahashi, Kei Tashiro, Takayuki Kondo, Masaya lkegawa

B120 Sensitive Peptidomics Profiling of Native Plasma Samples by Efficient Tandem Mass Tag Labeling
Hans-Dieter Zucht, Petra Budde, Christian Baumann, Sasa Koncarevic, Karsten Kuhn, Thorsten Prinz, Peter Schulz-
Knappe

B121 Circulating Lamin B1 (LMNB 1) Biomarker Detects Early Stages of Liver Cancer Patients
Stella Sun, John M. Luk

B122 Human Uremic Erythrocytes: A Role for the Membrane Proteome
G. Alvarez-Llamas, F. de la Cuesta, |. Zubiri, A. Ramos, M.G. Barderas, A. Ortiz, F. Vivanco

B123 A Multidimensional Separation Strategy for Proteomic Profiling of Prostate Cancer Sera
H.Chen, J. Martosella, V. Bhat, R. Kincaid

B124 Proteomic and Glycomic Characterization of Glycoproteins for Prostate Cancer Detection
Yan Li, Lori J. Sokoll, Sheng-ce Tao, Heng Zhu, Daniel W. Chan, Hui Zhang

B125 Global Proteomic and Bioinformatic Strategies for the Analysis of Human Platelets
GM Walsh, A Khosrovi-Eghbal, MD Hoffman, DM Evans, R Beavis, J Kast

B126 Plasma Proteome Profiling In Fetal Growth Restriction
MD Seferovic, K Chisholm, J Huynh, V Krughkov, VKM Han, D Pinto, MB Gupta

B127 Serum Proteomics of Kawasaki Disease based on Multiprotein Complex Analysis
Shinji Akioka, Takashi Shimada, Kenji Hamaoka, Masaya lkegawa

B128 Identification of Universal Vaccine Candidates against Gram-Negative Bacteria By The Combination Of
Heterogeneous Antiserum-Based Immunoproteomics With Bacterial Challenge
Hui Li, Xiao-Peng Xiong, Chang-Xin Xu, Ming-Zhi Ye, San-Ying Wang, Xuan-Xian Peng

B129 A New Serum Marker for Endometriosis
Hih-En Yi, Hsiao-Ling Wang, Shui-Tsung Chen, Chii-Ruey Tzeng, Andrew H-J Wang, Wei-Chung Vivian Yang

B130 Determination of Candidate Biomarkers in Sera from Three Malignancies and Control Groups Using Isotopic
Labels and Multiple Reaction Monitoring
G.D. Williams, L.V. DeSouza, A.D. Romaschin, T.J. Colgan, R. Ralhan, J. Mukherjee, A. Guha, W.M. Siu

B131 Cross-Sample Analysis of MRM-Based Plasma Protein Expression for Optimizing MRM Assays
Sean L. Seymour, Leigh Anderson, Christie L Hunter

B132 Assessment of Plasma Proteome Stability
L. J. Zimmerman, R. J. Slebos, J. Coleman, M. Martinez, D. C. Liebler

B133 Validation Study of Plasma Collection and Processing in the Presence of Protease Inhibitors
A.Aguilar-Mahecha, M. Buchanan, M. Kuzyk, C. Borchers, M. Basik

B134 Multiprotein Complexes in Serum Proteomics by 2D BN/SDS Gel Electrophoresis
Masaya lkegawa, Toshikazu Minohata, Yuzo Yamazaki, Nobuyasu Ito, Mika Komori, Takayuki Kondo, Hideshi Fujiwake

B135 Plasma Proteome Changes in Rats Exposed to Cold Sea Water Environment
Yuanyuan Qiao, Dajin Zhang, Hongjun Gao, Dapeng Wang, Jia Qu, Ming Xiong, Huaijie An, Peng Xie, Xiaohang Zhao



B136 Quantitative Analysis of Chaotropic & Solvent Effects on the Trypsin Digestion of Human
Plasma
M. A. Kuzyk, J. Proc, A. Jackson, J. Yang, M. Elliot, N. L. Anderson, C. H. Borchers

B137 Hepcidin-22 Produced In Urinary Space
Naohisa Tomosugi, Hideyuki Tsuchida, Masato Higuchi, Shinobu Matsui

B138 Glycoproteomics and Glycomics: A New Paradigm for Plasma Biomarker Discovery
Hui Zhang

B139 Blood-Based Exopeptidase Activities As Biomarkers For Cancer

Paul Tempst

B140 The Human Plasma Proteomic Response To Severe Burn

A Kaushal, W Qian, M Jeschke, C Finnerty, D Camp, W Xiao, D Herndon, R Davis, R Smith

B141 Validating Serum Protein Profiling for Early Stage Breast Cancer Diagnosis in a Large Case Control Study
AK Callesen, RS Philosof, W Vach, T Martinussen, S Cold, O Mogensen, TA Kruse, ON Jensen, JS Madsen

B142 The Human Proteome Project 2009 Analysis of the Raw Serum Peptidomic Pattern of Glioma
Li Zheng, Zeng Xi, Yang Jing, Li Hongdong, Li Guiyuan

B143 The Human Proteome Project #X Analysis of Serum Peptidomic Patterns for Nasopharyngeal Carcinoma
Diagnosis
X Zeng, L Zhao, J Yang, HD Li, GY Li

B144 Toward the Proteome of the Human Peripheral Blood Eosinophil
C Straub, Pazdrak, TW Young, SJ Stafford, Z Wu, JE Wiktorowicz, AM Haag, RD English, KV Soman, A Kurosky

B145 Isolating the low-molecular weight (< 25K) component of the human plasma proteome
D.W. Greening, R.J. Simpson

C.Elegans and D. Melanogaster Proteomics (C101 — C104)

C101 Phosphopeptide Isolation from Caenorhaditis elegans using the CE PrEP, PCT, and PhosphoScan
Technologies
Gabrielle E. Giese, Gary B. Smejkal, Feixia Chu, John J. Collins, Winston P. Kuo

C102 Proteomic Analysis of O-GIcNAcylation during Dauer Formation in Caenorhabditis Elegans
J Lee, KY Kim, J Lee, YK Paik

C103 The SILAC Fly Allows for Accurate Protein Quantification in vivo
MD Sury, J-X Chen, M Selbach

C104 Elucidation of DAF-16 Cofactors in C. elegans using a Quantitative GFP Immunoprecipitation
Bryan Fonslow, Andrew Dillin, John Yates Il

Cardiovascular Proteome Biology and Medicine (C301 — C324)

C301 Targeted Proteomic Analysis of Potential Biomarkers of Hypertrophic Cardiomyopathy
A Fucikova, M Hubalek, J Lenco, J Stulik, R Pudil

C302 A Proteomic Study of Hypertension using Quantitative Assays on a Congenic Rat Model
Richard J. A. Goodwin, Heather Allingham, A. Michael Lang, Andrew R. Pitt

C303 Differential Proteomic Analysis of the Plasma of Swines with Chronic Myocardial Ischemia
L Liu, W Wang, P Li, SZ Guo

C304 |EF-LC-MALDI Analysis of Rat Model of Chronic Heart Failure Using iTRAQ Labels
J. Petrak, J. Pospisilova, L. Lorkova, P. Jedelsky, M.Sedinova, J. Zivny, H. Strnad, M. Kolar, J. Benes, V. Melenovsky

C305 Indepth Proteomic Analysis of Coronary Vasculature
C.A. McManus, A. Robinson, C. dos Remedios, M.L. Rose, M.J. Dunn

C306 Detection and Site Identification of Nitroxyl Induced Thiol Modifications Using a Modified Biotin Switch Assay
CI Murray, W Gao, N Paolocci, J Van Eyk

C307 Development of a Sequential Inmunoassay for Characterizing Circulating Cardiac Troponin
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